Genome sequencing and annotation of Kocuria turfanensis HO-9042, to promote explorating high-salt resistance associated gene resources.
Kocuria turfanensis HO-9042 which was cultured from the extreme environment in China is a gram-positive, aerobic, non-motile and coccoid bacterium. In order to dissect genetic determinants of strong resistance to high salt, whole genome of K. turfanensis was sequenced. Then effective genetic engineering could be performed to promote gene resources application, including plant breeding in high-salt soil.